Re: J Mol Evol (1991) 33: 412-417. The results of a programming error were incompletely corrected in this paper. The data for the two measures of hydrophobicity ("polar requirement" and "hydropathy") which were the principal focus of the paper are correct. The data for "molecular volume" and "isoelectric point" are correct in Table 2 but wrong in Tables 3 and 4 . Corrected values are printed below. The sample size in Table 4 has been increased from 10,000 to 100,000 randomly generated codes. Thanks are due to Christina Burch for finding this error. The major change in interpretation is that the natural code is average (rather than nonconservative) for changes in isoelectric point. An additional error occurs in Fig. 1 , where First Base and Second Base are transposed in the axis labels. 
